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Figure S1 Metabolite detection multipeak map derived from the mode of multiple reaction monitoring (MRM).
(A) The detection in negative ion mode and (B) positive ion mode. The X-axes are the retention time (Rt) of the
metabolite detection. The Y-axes are the ion current intensity of the ion detection, and the intensity units are counts

per second (cps).
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Figure S2 The top 10 differential up- and down-DMs accumulating in adjacent leaf stages.
For C1-vs-C2 (A), C2-vs-C3 (B), C3-vs-C4 (C), and C4-vs-C5 (D) , the red and green columns
representing the up-DMs and down-DMs, respectively. The compounds marked with * had |log2FC|

greater than eight, and those marked with triangles were among the most abundant 50 metabolites.
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Figure S3 Correlation between metabolite classes and the antioxidant capacities.
The Y-axis shows the Pearson's correlation coefficients (R) of 23 metabolite classes with the antioxidant

abilities. The red lines indicate the significance threshold (R > 0.9 or R <-0.9).



